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SpatialResolution: 0.0416667degrees

ExtentTop: 30.2614210383
ExtentLeft: -104.102001669
ExtentRight: -26.3102727688
ExtentBottom: -32.6969626617
ModelDescription: Maximum entropy - Maxent 3.2.1 (Phillips 2006)

LayerClasses: Continuous

Threshold: minimum training presence

Value range: 109, 997 (Value of each pixel represents probability (x10) of species occurrence in that pixel)

NumberUniquePoints: 9 for training
EnvironmentalLayers: bio_1, bio_12, bio_13, bio_14, bio_15, bio_19, bio_4, bio_5, bio_6, bio_9, aspect, dem, flowacc,  slope, topoind, soil_so
RelatedInformation: Occurrence points were scrutinized in ArcMap. Points falling outside known countries of occurrence were trimmed from the dataset and duplicates were removed. Points collected before 1950  and/or points within 20km of other points were not used. To reduce by the latter, ten  km buffers were created around projected points (e.g., Cylindrical Equidistant). Buffers were merged and dissolved, and areas tabulated and used to identify 2 or more points within 20km. Points were reduced to limit effects of spatial autocorrelation, where ample points were available. Bioclim variables: total of 16 layers used. Models were run with 10 BioClim variables (1,4,5,6,9,12,13,14,15,19), aspect, dem, flowacc, slope, topoind, and world soil suborders. Continental Australia lacks 3 hydro1k layers (topoind, flowacc, flowdir) for maxent runs done in Australo_Papua, Asia_Pacific and Global. All 16 variables were clipped by region via mask (Spatial Analyst Tools/Extraction/Extract by Mask). The following parameters were used: Bootstrapping, 10 replicates, 0 random test percentage, 10000 iterations, no clamping/extrapolation (when models were projected into areas not used for training).  The training/projection region was cut to a buffered area ½ the distance between the furthest points. It was what we expected to be the extent of the actual distribution. The median model output was thresholded to the minimum training presence value. 
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